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Azuma, Akamine, Yamamoto, 126

cathepsin E, aspartic proteinase, cathepsin D,
monomer mutant, structural stabilization,
Tsukuba, Sakai, Yamada, Maeda, Hori,
Azuma, Akamine, Yamamoto, 126

CD, Holliday junction, polyacrylamide gel
electrophoresis, RuvC protein, UV, Shida,
Iwasaki, Shinagawa, Kyogoku, 653

cDNA pinning, human placental fructose
6-phosphate,2-kinase/fructose 2,6-bis-
phosphatase, isozyme, phosphorylation
site, Sakai, Kato, Fukasawa, Ishiguro,
Furuya, Sakakibara, 506

cDNA sequence, Agkistrodon caliginosus,
purification, thrombin-like enzyme, Hahn,
Yang, Park, Chang, Kim, 835

cDNA transfection, basic fibroblast growth
factor, cholera toxin B subunit, DNA syn-
thesis, ganglioside, Hashimoto, Oshima,
Narimatsu, Suzuki, 985

CDw65, CDw65s, VTM-2, VIM-8, VTM-11,
Kniep, Peter-Katalinic, Milthing, Majdic,
Pickl, Knapp, 456

CDw65s, CDw65, VIM-2, VIM-8, VTM-11,
Kniep, Peter-Katalinic, MUthing, Majdic,
Pickl, Knapp, 456

C/EBP/J, dexamethasone, glucagon, liver,
primary hepatocytes, Matsuno, Chowd-
hury, Gotoh, Iwase, Matsuzaki, Takatsuki,
Mori, Takiguchi, 524

cell adhesion, fibroblast growth factor, fibro-
nectin, fibronectin receptor, integrin, Ha-
shino, Uemori, Kimizuka, Kato, Titani,
604

cell attachment, adhesion molecule, cell
spreading, decorin, fibroblast, Gu, Wada,
743

cell cortex, CaI+-binding protein, EF-hand,
localization, Tetrahymena, Hanyu, Numa-
ta, Takahashi, Watanabe, 914

cell differentiation, acetyl-CoA carboxylase,
hepatocyte, hepatocyte growth factor/scat-
ter factor, lipogenesis, Shoo, Arakaki,
Ohnishi, Nakamura, Daikuhara, 940

cell division, histone HI kinase, myosin light
chain, phosphorylation, sea urchin, Mi-
shima, Mabuchi, 906

cell spreading, adhesion molecule, cell attach-
ment, decorin, fibroblast, Gu, Wada, 743

cell wall, antifungal drug, killer toxin, /?-glu-
can synthase, budding, yeast proliferation,
Komiyama, Ohta, Urakami, Shiratori,
Takasuka, Satoh, Watanabe, Furuichi, 731

cephalopoda, enzyme crystallin, S-crystallin,
glutathione transferase, kinetics, Tang,
Chang, 1182

chemical cross-linker, intrinsic membrane
protein, quinol oxidase super-complex,
respiratory chain, thermophilic bacterium,
Tanaka, Inoue, Sakamoto, Sone, 482

chemiosmotic uncoupling, CaI+-ATPase, heat
inactivation, high-affinity CaI+ binding,
scallop muscle sarcoplasmic reticulum,
Nagata, Nakamura, Yamamoto, 1100

cherry salmon, DNA polymerase /?, isoelec-
tric point, N-terminal amino acid sequence,
vertebrates, Yamaguchi, Nishimura,
Takahashi, Yoshikuni, Masaki, Hirai,
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Saneyoshi, 186
—, DNA polymerase a family, DNA primase,

3'-deoxyribonucleotides, synthetic inhibi-
tor, Izuta, Kohsaka-Ichikawa, Yamaguchi,
Saneyoshi, 1038

CH/JT interaction, chymotrypsin, dipeptide
inhibitor, enzyme inhibitor, inhibitory
conformation, Maeda, Shimohigashi,
Ikesue, Nose, Ide, Kawano, Ohno, 870

chitin synthase, product entrapment, Sac-
charomyces cerevisiae, zymogen, Uchida,
Shimmi, Sudoh, Arisawa, Yamada-Ohabe,
659

cholera toxin B subunit, basic fibroblast
growth factor, cDNA transfection, DNA
synthesis, ganglioside, Hashimoto,
Oshima, Narimatsu, Suzuki, 985

chondrocyte, B-type natriuretic peptide re-
ceptor, C-type natriuretic peptide, de-
differentiation, proliferation, Hagiwara,
Inoue, Furuya, Tanaka, Hirose, 264

chromatin structure, DNase I-hypersensi-
tivity, gene expression, prolactin, tran-
scription factor, Aizawa, Kazahari, Yone-
yama, Ono, 296

chromosomal localization, amino acid se-
quence, interferon, interferon stimulated
gene factor 3, reconstitution, Suhara,
Yoneyama, Yonekawa, Fujita, 231

chymotrypsin, C H / T interaction, dipeptdde
inhibitor, enzyme inhibitor, inhibitory
conformation, Maeda, Shimohigashi, Ike-
sue, Nose, Ide, Kawano, Ohno, 870

cinnamycin, lysophosphatidylethanolamine,
nuclear magnetic resonance, peptide-lipid
interaction, three-dimensional structure,
Hosoda, Ohya, Kohno, Maeda, Endo,
Wakamatsu, 226

circular dichroism, collagen, Coomassie Bril-
liant Blue, hydrophobic amino acid resi-
dues, metachromasia, Hattori, Sakai,
Watanabe, Fujii, 400

circularized protein, dihydrofolate reductase,
Escherichia coli, reversibility, thermal
stability, Iwakura, Honda, 414

Clostridium botidinum C3 exoenzyme, activa-
tion, ADP-ribosylation, potassium ion,
recombinant GST-RhoA fusion protein,
Miyaoka, Tsuchiya, Hara, Ishino, Shimo-
yama, 200

c-met, epithelial-mesenchymal interactions,
HGF, morphogenesis, organogenesis, organ
regeneration, Matsumoto, Nakamura, 591

coconut oil, atherogenesis, hypercholester-
olemia, lipoprotein, neonatal chick, Castil-
lo, HortcU, Garcta-Fuentes, Zafra, Garcta-
Peregrin, 610

coenzyme specificity, exon-shuffling hypothe-
sis, module, molecular recognition, protein
engineering, Yaoi, Miyazaki, Oshima,
Komukai, Go, 1014

collagen, circular dichroism, Coomassie Bril-
liant Blue, hydrophobic amino acid resi-
dues, metachromasia, Hattori, Sakai,
Watanabe, Fujii, 400

complex, cap structure, crystallization, eu-
karyotic initiation factor-4E, m'GTP,
Morino, Tomoo, Nishi, Okabe, Doi, Ishida,
Kitamura, 224

conformation, disulfide-bond, fibronectin,

multimerization, Sakai, Fujii, Hayashi, 58
conserved residues, Escherichia coli, protein

translocation, SecE, SecY, Kontinen,
Yamanaka, Nishiyama, Tokuda, 1124

Coomassie Brilliant Blue, circular dichroism,
collagen, hydrophobic amino acid residues,
metachromasia, Hattori, Sakai, Watanabe,
Fujii, 400

core protein, gene organization, heparan sul-
fate proteoglycan, human ryudocan, pro-
moter function, Takagi, Kojima, Tsuzuki,
Katsumi, Yamazaki, Sugiura, Hamaguchi,
Saito, 979

cross-linking, ATPase inhibitor, F,ATPase,
regulatory protein, subunit of F,ATPase,
Ichikawa, Yoshida, Hashimoto, Tagawa,
193

crystallization, cap structure, complex, eu-
karyotic initiation factor-4E, m'GTP,
Morino, Tomoo, Nishi, Okabe, Doi, Ishida,
Kitamura, 224

—, Pseudomonas putida, salicylate hydrox-
ylase, X-ray diffraction, Yabuuchi, Suzuki,
Sato, Ohnishi, Itagaki, Morimoto, 829

—, D-amino acid oxidase, expression, flavoen-
zyme, X-ray crystallography, Setoyama,
Miura, Nishina, Shiga, Mizutani, Miya-
hara, Hirotsu, 1114

crystal structure, snake venom, zinc-pro-
tease, Kumasaka, Yamamoto, Moriyama,
Tanaka, Sato, Katsube, Yamakawa,
Omori-Satoh, Iwanaga, Ueki, 49

—, /?-sheet coil, metalloprotease, Serratia
protease, Serratia sp. E-15, Hamada,
Hata, Katsuya, Hiramatsu, Fujiwara,
Katsube, 844

c-type lectin, blotting assay, ganglio-series,
glycolipid, immunohistochemistry, Momo-
eda, Hirota, Utsuki, Tsuchida, Hanaoka,
Iwamori, 1189

C-type natriuretic peptide, B-type natriuretic
peptide receptor, chondrocyte, dediffer-
entiation, proliferation, Hagiwara, Inoue,
Furuya, Tanaka, Hirose, 264

cultured human skin fibroblast, glycosamino-
glycan, 4-methylumbelliferyl-^-D-xyloside,
SAa2 -3Gal/Sl - 4Xyl/Sl - (4 - methylumbel-
liferone), Takagaki, Nakamura, Shibata,
Higuchi, Endo, 697

Curie plot, cytochrome c, hemoprotein,
hyperfine shift, NMR, Yamamoto, 16

7-cyano-7-demethylriboflavin, 7<r-amino-
riboflavin, 7<*-hydroxyriboflavin, nekofla-
vin, Matsui, Kasai, 441

cystatin, antimicrobial activity, cysteine
protease, horseshoe crab, ion-spray mass
spectrometry, Agarwala, Kawabata, Hira-
ta, Miyagi, Tsunasawa, Iwanaga, 85

cysteine protease, antibiotics, bleomycin,
bleomycin hydrolase, rat skin, Takeda,
Higuchi, Yamamoto, Nakamura, Masuda,
Hirabayashi, Nakaya, 29

—, antimicrobial activity, cystatin, horseshoe
crab, ion-spray mass spectrometry, Agar-
wala, Kawabata, Hirata, Miyagi, Tsuna-
sawa, Iwanaga, 85

cysteine proteinase inhibitor, amino acid
sequence, Helianthus annuus, phytocysta-
tin, sunflower, Kouzuma, Kawano, Ki-
mura, Yamasaki, Kadowaki, Yamamoto,
1106

cytochrome c, Curie plot, hemoprotein, hy-

perfine shift, NMR, Yamamoto, 16
cytochrome Cj, electron transfer, heme pro-

tein, multidimensional NMR, Rhodobacter
sphaeroides, Gans, Simorre, Caffrey, Mari-
on, Richaud, Vermiglio, 1131

cytochrome P450, benzoate 4-hydroxylase,
formation of isobutene, P450rm, Rhodotor-
ula minuta, Fukuda, Nakamura, Sukita,
Ogawa, Fujii, 314

—, fatty acid hydroxylase, fungus, fused
protein, NADPH-cytochrome P450 reduc-
tase, Nakayama, Takemae, Shoun, 435

—, 9-anthraldehyde, microsomal aldehyde
oxygenase, monkey, purification, Matsu-
naga, Iwawaki, Watanabe, Yamamoto,
Kageyama, Yoshimura, 617

cytoskeletal regulation, calmodulin, elonga-
tion factor la, F-actin bundling, Tetra-
hymena, Kurosawa, Hanyu, Watanabe,
Numata, 791

cytosol, liver, NADPH ubiquinone reductase,
ubiquinol, ubiquinone, Takahashi, Oka-
moto, Kishi, 256

—, <r-mannosidase, oligomannosyl glycan,
substrate specificity, Kumano, Omichi,
Hose, 991

D

Dalbergia spp., /3-fucosidase, /3-glucosidase,
glycosidase, rosewood, Srisomsap, SvasU,
Surarit, Champattanachai, Sawangare-
etrakul, Boonpuan, Subhasitanont, Chok-
chaichamnankit, 585

decorin, dermatopontin, PSS, TRAMP, 22
kDa protein, Okamoto, Suzuki, Kimura,
Shinkai, 106

—, adhesion molecule, cell attachment, cell
spreading, fibroblast, Gu, Wada, 743

dedifferentiation, B-type natriuretic peptide
receptor, chondrocyte, C-type natriuretic
peptide, proliferation, Hagiwara, Inoue,
Furuya, Tanaka, Hirose, 264

defense protein genes, NF-xB, transmethyla-
tion, insect, Sarcophaga lectin, Sugiyama,
Natori, 354

dendritic cells, GM-CSF, IL-4, monocytes,
superoxide-generating ability, Yu, Imajoh-
Ohmi, Akagawa, Kanegasaki, 23

de nouo synthesis, antisense oligonucleotide,
in vitro screening, transcription and trans-
lation coupled system, translation-arrest,
Chen, Lin, Wu, Choo, Au, 252

3'-deoxyribonucleotides, cherry salmon,
DNA polymerase a family, DNA primase,
synthetic inhibitor, Izuta, Kohsaka-Ichi-
kawa, Yamaguchi, Saneyoshi, 1038

dermatopontin, decorin, PSS, TRAMP, 22
kDa protein, Okamoto, Suzuki, Kimura,
Shinkai, 106

dexamethasone, C/EBP/?, glucagon, liver,
primary hepatocytes, Matsuno, Chowd-
hury, Gotoh, Iwase, Matsuzaki, Takatsuki,
Mori, Takiguchi, 524

diacetyl, acetoin, 2,3-butanediol, metabo-
lism, rat, Otsuka, Mine, Ohuchi, Ohmori,
246

diacylglycerol, diacylglycerol acyltransfer-
ase, lipid bodies, phosphatidic acid, phos-
phatidylserine, Kamisaka, Nakahara, 520

diacylglycerol acyltransferase, diacylglycer-
ol, lipid bodies, phosphatidic acid, phos-
phatidylserine, Kamisaka, Nakahara, 520
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diacylglycerols, alkylacetylglycerol, GC-MS,
platelet-activating factor, Tetrahymena
pyriformis, Tellis, Tsoukatos, Lekka, 823

differential display, cardiac hypertrophy,
carnitine palmitoyltransferase I, gene ex-
pression, systemic camitine deficiency,
Uenaka, Kuwajima, Ono, Matsuzawa,
Hayakawa, Inohara, Kagawa, Ohta, 533

dihydrofolate reductase, circularized protein,
Escherichia coli, reversibility, thermal
stability, Iwakura, Honda, 414

—, enzyme function, point mutation, role of
flexible loop, structural stability, Ohmae,
Iriyama, Ichihara, Gekko, 703

dihydrolipoamide dehydrogenase, acetoin
dehydrogenase, aco operon, Peng, Deng,
Yang, Chang, 1118

3a ,12/?-dihydroxy-5/S-cholanoic acid, healthy
humans, 3<z-hydroxy-12-oxo-5yS-cholanoic
acid, 3o',7a',12/?-trihydroxy-5/}-cholanoic
acid, urine specimens, Yamaga, Ikebuchi,
Kohara, Ogura, Yamada, 725

dimyristoylphosphatidylcholine, erythro-
cyte, hemoglobin, spectrin, vesiculation,
Yamaguchi, Yamamoto, Kimoto, 95

dipeptide catalyst, peptidyl transfer, ribo-
somal protein L2, template effect, tRNA,
Shimizu, 832

dipeptide inhibitor, CH/JT interaction, chymo-
trypsin, enzyme inhibitor, inhibitory con-
formation, Maeda, Shimohigashi, Ikesue,
Nose, Ide, Kawano, Ohno, 870

disulfide bond, conformation, fibronectin,
multimerization, Sakai, Fujii, Hayashi, 58

—, BALB3T3, galectin, MALDI-TOF, trans-
forming growth factor, Yamaoka, Ingen-
doh, Tsubuki, Nagai, Sanai, 878

disulfide bridge, Bombyx family inhibitor,
Bombyx mori, fungal protease inhibitor,
reactive site, Pham, Hayashi, Takano,
Itoh, Eguchi, Shibata, Tanaka, Hara, 428

D-loop-like structure, DNase I footprinting,
osmium tetroxide, polypurine:polypyr-
imidine stretches, triplex DNA, Mishima,
Suda, Kominami, 805

DNA-binding protein, GC-box, homodimer-
ization, transcription factor, zinc finger,
Kikuchi, Sogawa, Watanabe, Kobayashi,
Fuju-Kuriyama, 309

—, bacteriophage, host-range, c#K, virion
proteins, Kodaira, Oki, Kakikawa, Kimoto,
Taketo, 1062

DNA polymerase a family, cherry salmon,
DNA primase, 3'-deoxyribonucleotides,
synthetic inhibitor, Izuta, Kohsaka-Ichi-
katva, Yamaguchi, Saneyoshi, 1038

DNA polymerase /?, cherry salmon, isoelec-
tric point, N-terminal amino acid sequence,
vertebrates, Yamaguchi, Nishimura,
Takahashi, Yoshikuni, Masaki, Hirai,
Saneyoshi, 186

DNA primase, cherry salmon, DNA polymer-
ase a family, 3'-deoxyribonucleotides,
synthetic inhibitor, Izuta, Kohsaka-Ichi-
kawa, Yamaguchi, Saneyoshi, 1038

DNA-protein interaction, late spermatid
nuclei, transition protein, Akama, Sato,
Furihata- Yamauchi, Komatsu, Tobita,
NaJtano, 448

DNase I footprinting, D-loop-like structure,

osmium tetroxide, polypurine:polypyr-
imidine stretches, triplex DNA, Mishima,
Suda, Kominami, 805

DNase I-hypersensitivity, chromatin struc-
ture, gene expression, prolactin, transcrip-
tion factor, Aizawa, Kazahari, Yoneyama,
Ono, 296

DNA synthesis, basic fibroblast growth fac-
tor, cDNA transfection, cholera toxin B
subunit, ganglioside, Hashimoto, Oshima,
Narimatsu, Suzuki, 985

dominant-negative inhibition, intracellular
immunization, moloney murine keukemia
virus, reverse transcriptase, YXDD motif,
Shirasawa, Sato, Osawa, Hiroshima, 1070

drug metabolism, acetohexamide analog,
acetohexamide-reducing enzyme, rabbit
heart, tetrameric enzyme, Imamura, Ryu,
Koga, Higuchi, Otagiri, Nozawa, Akita,
648

E

early evolution of eukaryotes, elongation
factor, kinetoplastid protozoa, protein
phylogeny, Trypanosoma cruzi, Naka-
mura, Hashimoto, Kamaishi, Adachi,
Nakamura, Okamoto, Hasegawa, 70

EF-hand, Ca1+-binding protein, cell cortex,
localization, Tetrahymena, Hanyu, Numa-
ta, Takahashi, Watanabe, 914

elastase, microsome, pancreas, serine pro-
teinase, trypsin-like proteinase, Tsuji,
Edazawa, Sakiyama, Nagata, Sasaki,
Nagamune, Matsuda, 100

electron transfer, cytochrome c,, heme pro-
tein, multidimensional NME, Rhodobacter
sphaeroides, Gans, Simorre, Caffrey, Mari-
on, Richaud, VermSglio, 1131

ELJSA, aldolase, epitope mapping, immuno-
chemistry, isozyme, Kaihara, Matsuhashi,
Kusakabe, Kondo, Iwanaga, Hori, 281

elongation factor, early evolution of eukary-
otes, kinetoplastid protozoa, protein phyl-
ogeny, Trypanosoma cruzi, Nakamura,
Hashimoto, Kamaishi, Adachi, Nakamura,
Okamoto, Hasegawa, 70

elongation factor la, calmodulin, cytoskele-
tal regulation, F-actin bundling, Tetrahy-
mena, Kurosawa, Hanyu, Watanabe,
Numata, 791

embryonal carcinoma, expressed sequence
tags, F9, low-abundance mRNAs, Nishi-
guchi, Sakuma, Nomura, Zou, Jearanai-
silavong, Joh, Yasunaga, Shimada, 749

embryonal carcinoma cells, fucosyltransfer-
ase, gene, Lewis x antigen, SSEA-1, Oza-
wa, Muramatsu, 302

embryonic hemoglobin, hemoglobin switch-
ing, primary structure, rat, zeta and epsilon
globins, Iwahara, Abe, Okazaki, 360

endocytosis, growth factor intemalization,
PI-3k, Pi-turnover, transferrin, Sato,
Taguchi, Yamashina, Toyama, 887

endogenous phosphate, casein kinase I, multi-
site phosphorylation, protein phosphoryla-
tion, Xenopus laevis oocyte, Liu, Kohara,
Hashimoto, 1004

enzyme crystallin, S-crystallin, glutathione
transferase, kinetics, cephalopods, Tang,
Chang, 1182

enzyme function, dihydrofolate reductase,
point mutation, role of flexible loop, struc-

tural stability, Ohmae, Iriyama, Ichihara,
Gekko, 703

enzyme immunoassay, brain development,
hepatocellular carcinoma, midkine, Mura-
matsu, Song, Koide, Hada, Tsuji, Kado-
matsu, Inui, Kimura, Sakakibara, Mura-
matsu, 1171

enzyme inhibitor, CH/it interaction, chymo-
trypsin, dipeptide inhibitor, inhibitory
conformation, Maeda, Shimohigashi, Ike-
sue, Nose, Ide, Kawano, Ohno, 870

Epiphragmophora trenquelleonis snail, albu-
min gland, invertebrate lectins, iV-acetyl-
D-galactosamine-binding lectins, snail,
Castagna, Zarzur, FilipeUi, Landa, 372

epithelial-mesenchymal interactions, c-met,
HGF, morphogenesis, organogenesis, organ
regeneration, Matsumoto, Nakamura, 591

epitope mapping, aldolase, ELISA, immuno-
chemistry, isozyme, Kaihara, Matsuhashi,
Kusakabe, Kondo, Iwanaga, Hori, 281

erythrocyte, dimyristoylphosphatidylcho-
line, hemoglobin, spectrin, vesiculation,
Yamaguchi, Yamamoto, Kimoto, 96

Escherichia coli, 1,5-anhydro-D-glucitol, 13C-
NMR, phosphorylation, sugar metabolism,
Shiga, Kametani, Mizuno, Akanuma, 173

—, circularized protein, dihydrofolate re-
ductase, reversibility, thermal stability,
Iwakura, Honda, 414

—, growth phase, 70S ribosome, S100 frac-
tion, lOSa RNA, Komine, Kitabatake,
Inokuchi, 463

—, conserved residues, protein translocation,
SecE, SecY, Kontinen, Yamanaka, Nishi-
yama, Tokuda, 1124

S-ethylisothiourea, blood pressure, nitric
oxide, nitric oxide synthase, septic shock,
Seo, Fujiwara, Kaneto, Asahi, Fujii, Tani-
guchi, 553

eukaryotic initiation factor-4E, cap structure,
complex, crystallization, m'GTP, Morino,
Tomoo, Nishi, Okabe, Doi, Ishida, Kita-
mura, 224

exon-shuffling hypothesis, coenzyme speci-
ficity, module, molecular recognition, pro-
tein engineering, Yaoi, Miyazaki, Oshima,
Komukai, Go, 1014

expressed sequence tags, embryonal car-
cinoma, F9, low-abundance mRNAs, Nishi-
guchi, Sakuma, Nomura, Zou, Jearanaisi-
lavong, Joh, Yasunaga, Shimada, 749

expression, baculovirus, Bombyx family in-
hibitor, serine protease inhibitor, silk-
worm, Pham, Hayashi, Takano, Naka-
zawa, Mori, Ichida, Itoh, Eguchi, Matsu-
bara, Hara, 1080

—, crystallization, D-amino acid oxidase,
flavoenzyme, X-ray crystallography, Seto-
yama, Miura, Nishina, Shiga, Mizutani,
Miyahara, Hirotsu, 1114

expression system, catalytic mechanism, hen
lysozyme, mutagenesis, X-ray analysis,
Hashimoto, Yamada, Motoshima, Omura,
Yamada, Yasukochi, Miki, Veda, Imoto,
145

F9, embryonal carcinoma, expressed se-
quence tags, low-abundance mRNAs,
Nishiguchi, Sakuma, Nomura, Zou, Jear-
anaisilavong, Joh, Yasunaga, Shimada,



XV111 INDEX TO KEY WORDS

F (cont'd)

749
F9 cell, membrane glycoprotein, MHC class I

molecule, RA-inducible gene, retinoic acid,
Zou, Nomura, Takihara, Yasunaga,
Shimada, 319

FAB mass spectroscopy. Bacillus subtilis,
lysidine, modified nucleotide, tRNA,
Matsugi, Murao, hhikura, 811

F-actin bundling, calmodulin, cytoskeletal
regulation, elongation factor la, Tetra-
hymena, Kurosawa, Hanyu, Watanabe,
Numata, 791

factor VIII, anticoagulant, glyoosaminogly-
can, holothurian, thrombin, Nagase, Enjyo-
ji, Shima, Kitazato, Yoshioka, Saito, Koto,
63

factor XIII, biosynthesis, blood coagulation,
secretory pathway, transglutaminase, Kae-
tsu, Hashiguchi, Foster, Ichinose, 961

fast skeletal myofibrils, Ca2+ binding, Ca1+

regulation, cardiac troponin C, feedback
mechanism, Morimoto, Ohtsuki, 737

fat cell, lipid droplet, lipolysis, specific bind-
ing, Okuda, Morimoto, Tsujita, 852

fatty acid hydroxylase, cytochrome P460,
fungus, fused protein, NADPH-cytochrome
P450 reductase, Nakayama, Takemae,
Shoun, 435

fatty acid oxidation, benzotript, gastrin, inhi-
bition, mitochondrial trifunctional protein,
Hashimoto, Shindo, Souri, Baldwin, 1196

feedback mechanism, Ca2+ binding, Ca2+

regulation, cardiac troponin C, fast skeletal
myofibrils, Morimoto, Ohtsuki, 737

fibroblast, adhesion molecule, cell attach-
ment, cell spreading, decorin, Gu, Wada,
743

fibroblast growth factor, cell adhesion, fibro-
nectin, fibronectin receptor, integrin,
Hashino, Uemori, Kimizuka, Koto, Titani,
604

fibronectin, conformation, disulfide-bond,
multimerization, Sakai, Fujii, Hayashi, 58

—, cell adhesion, fibroblast growth factor,
fibronectin receptor, integrin, Hashino,
Uemori, Kimizuka, Kato, Titani, 604

fibronectin receptor, cell adhesion, fibroblast
growth factor, fibronectin, integrin, Hashi-
no, Uemori, Kimizuka, Kato, Titani, 604

flavoenzyme, acetoacetyl-CoA, acyl-CoA de-
hydrogenase, "C-NMR, nuclear magnetic
resonance, Miura, Nishina, Fujii, Shiga,
512

—, crystallization, D-amino acid oxidase,
expression, X-ray crystallography, Seto-
yama, Miura, Nishina, Shiga, Mizutani,
Miyahara, Hirotsu, 1114

fluorescence titration, aminoacyl-tRNA syn-
thetase, lysyl-tRNA synthetase, protein
fluorescence, substrate binding order, Ta-
kita, Ohkubo, Shima, Muto, Shimizu, Su-
kata, Ito, Saito, Inouye, Hiromi, Tonomura,
680

fluorescent nanobead, actin, avidin, biotin,
myosin, Kunioka, Ando, 1024

fluorometric detection, affinity electrophore-
sis, glycogel, glycomonomer, lectin-sugar
interaction, Ohmae, Suzuki, Tokura, Nishi,
Nishimura, 367

follistatin, activin, inhibin, polyclonal anti-

bodies, recognition, Funaba, Murata, Fuji-
mura, Murata, Abe, Takahashi, Torii, 953

formation of isobutene, benzoate 4-hydroxyl-
ase, cytochrome P450, P450rm, Rhodotor-
ula minuta, Fukuda, Nakamura, Sukita,
Ogawa, Fujii, 314

fragmentation, bone morphogenetic protein,
bone remodeling, bone sialoprotein, im-
munolocalization, Kobayashi, Takita,
Mizuno, Totsuka, Kuboki, 475

fucosyltransferase, embryonal carcinoma
cells, gene, Lewis x antigen, SSEA-1,
Ozawa, Muramatsu, 302

full-length cDNA, mRNA expression, PTK7,
RPTK-like molecule, transmembrane re-
ceptor, Park, Lee, Lee, 235

fungal protease inhibitor, Bombyx family
inhibitor, Bombyx mori, disulflde bridge,
reactive site, Pham, Hayashi, Takano,
Itoh, Eguchi, Shibata, Tanaka, Hara, 428

fungus, cytochrome P450, fatty acid hydrox-
ylase, fused protein, NADPH-cytochrome
P450 reductase, Nakayama, Takemae,
Shoun, 435

fused protein, cytochrome P450, fatty acid
hydroxylase, fungus, NADPH-cytochrome
P450 reductase, Nakayama, Takemae,
Shoun, 435

G

galectin, iV-acetyllactosamine, animal lectin,
Caenorhabditis elegans, glycocode, Kasai,
Hirabayashi, 1

- , BALB3T3, disulfide bond, MALDI-TOF,
transforming growth factor, Yamaoka,
Ingendoh, Tsubuki, Nagai, Sanai, 878

gangho-series, blotting assay, c-type lectin,
glycolipid, immunohistochemistry, Momo-
eda, Hirota, Utsuki, Tsuchida, Hanaoka,
Iwamori, 1189

ganglioside, basic fibroblast growth factor,
cDNA transfection, cholera toxin B sub-
unit, DNA synthesis, Hashimoto, Oshima,
Narimatsu, Suzuki, 985

ganglioside IV3Fuc-,rPNeuAc-Gg4Cer, key-
hole limpet hemocyanin, monophosphoryl-
lipid-A, muramyldipeptide, small cell lung
cancer, Jennemann, Bauer, Schmidt, Elsas-
ser, Wiegandt, 378

gastrin, benzotript, fatty acid oxidation, inhi-
bition, mitochondria] trifunctional protein,
Hashimoto, Shindo, Souri, Baldwin, 1196

GC-box, DNA-binding protein, homodimer-
iiation, transcription factor, zinc finger,
Kikuchi, Sogawa, Watanabe, Kobayashi,
Fujii-Kuriyama, 309

GC-MS, 1,5-anhydro-D-glucitol, 1,5-anhy-
dro-D-fructose, "C-NMR, polyol, Kame-
tani, Mizuno, Shiga, Akanuma, 180

—, alky lace tylglycerol, diacylglycerols,
platelet-activating factor, Tetrahymena
pyriformis, Tellis, Tsoukatos, Lekka, 823

gel, basement membrane, guanidine-HCl,
self-assembly, type IV collagen, Muraoka,
Nakazato, Hayashi, 167

gelatinase A, gelatinase A activator, matrix
metalloproteinase, MT-MMP, tumor me-
tastasis, Sato, Seiki, 209

gelatinase A activator, gelatinase A, matrix
metalloproteinase, MT-MMP, tumor me-
tastasis, Sato, Seiki, 209

gel-to-liquid crystalline phase transition,

lipid membrane, liposome, membrane
morphology, phospholipase A,, Yamauchi,
Togawa, Kinoshita, 115

gene, embryonal carcinoma cells, fucosyl-
transferase, Lewis x antigen, SSEA-1,
Ozawa, Muramatsu, 302

gene cloning, aspartate aminotransferase,
prolyl residue, thermostability, Thermus
thermophilus, Okamoto, Kato, Masui,
Yamagishi, Oshima, Kuramitsu, 135

gene expression, chromatin structure, DNase
I-hypersensitivity, prolactin, transcription
factor, Aizawa, Kazahari, Yoneyama, Ono,
296

—, a-glucosidase, Mucor javanicus, nucleo-
tide sequence, Sugimoto, Suzuki, 500

—, cardiac hypertrophy, camitine palmitoyl-
transferase I, differential display, systemic
camitine deficiency, Uenaka, Kuwajima,
Ono, Matsuzawa, Hayakawa, Inohara,
Kagawa, Ohta, 533

—, <r,-acid glycoprotein, acute-phase pro-
teins, thyroid hormone, TRE, Matsukawa,
Kitagawa, Katayama, Nagai, Hayashi,
Yasuda, Ohba, 934

gene organization, core protein, heparan sul-
fate proteoglycan, human ryudocan, pro-
moter function, Takagi, Kojima, Tsuzuki,
Katsumi, Yamazaki, Sugiura, Hamaguchi,
Saito, 979

genetic recombination, homologous pairing,
non-Watson-Crick interactions, RecA pro-
tein, triplex DNA, Kurumizaka, Shibata,
216

geranylgeraniol, Archaebacterium, isopre-
noids, kinase, lipid, Ohnuma, Watanabe,
Nishino, 541

glioblastoma, cancer, reverse zymography,
serine proteinase inhibitor, trypsin inhibi-
tor, Koshikawa, Nakamura, Tsuchiya,
Isaji, Yasumitsu, Umeda, Miyazaki, 334

glucagon, C/EBP/?, dexamethasone, liver,
primary hepatocytes, Matsuno, Chowd-
hury, Gotoh, Iwase, Matsuzaki, Takatsuki,
Mori, Takiguchi, 524

/?-glucan synthase, antifungal drug, killer
toxin, budding, cell wall, yeast prolifera-
tion, Komiyama, Ohta, Urakami, Shira-
tori, Takasuka, Satoh, Watanabe, Furu-
ichi, 731

glucocorticoid-receptor, glucocorticoid-re-
sponse element, translocation-inhibitor,
Okamoto, Liu, Yu, Ochiai, Isohashi, 920

glucocorticoid-response element, glucocorti-
coid-receptor, translocation-inhibitor,
Okamoto, Liu, Yu, Ochiai, Isohashi, 920

glucose transport, <r-adrenoceptor, /?3-ago-
nist, brown adipocyte, norepinephrine,
Nikami, Shimizu, Sumida, Mmokoshi,
Yoshida, Saito, Shimazu, 120

y-glutamyl transpeptidase, histidine, Ikeda,
Fujii, Taniguchi, 1166

glutathione peroxidase, apoptosis, catalase,
hydrogen peroxide, selenium deficiency,
Kayanoki, Fujii, Islam, Suzuki, Kawata,
Matsuzawa, Taniguchi, 817

glutathione transferase, enzyme crystallin,
S-crystallin, kinetics, cephalopods, Tang,
Chang, 1182

glycinin, /9-conglycinin, serine protease, soy-
bean, trypsin inhibitor, Morita, Fukase,
Hoshino, Fukuda, Yamaguchi, Morita, 711
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glycocode, N-acetyllactosamine, animal
lectin, Caenorhabditis elegans, galectin,
Kasai, Hirabayashi, 1

glycogel, affinity electrophoresis, fluoro-
metric detection, glycomonomer, lectin-
sugar interaction, Ohmae, Suzuki, Tokura,
Nishi, Nishimura, 367

glycolipid, blotting assay, c-type lectin,
ganglio-series, immunohistochemistry,
Momoeda, Hirota, Utsuki, Tsuchida,
Hanaoka, Iwamori, 1189

glycolytic metabolites, carbohydrate metabo-
lism, L-type pyruvate kinase gene expres-
sion, Kong, Yamada, Tanaka, Lu, No-
guchi, 162

glycomonomer, affinity electrophoresis, fluo-
rometric detection, glycogel, lectin-sugar
interaction, Ohmae, Suzuki, Tokura, Nishi,
Nishimura, 367

glycosaminoglycan, anticoagulant, factor
VTn, holothurian, thrombin, Nagase, En-
jyoji, Shima, Kitazato, Yoshioka, Saito,
Koto, 63

—, cultured human skin fibroblast, 4-methyl-
umbelliferyl-/?-D-xyloside, SA«2-3Gal/?l-
4Xyl/31-(4-methylumbelliferone), Taka-
gaki, Nakamura, Shibata, Higuchi, Endo,
697

glycosidase, Dalbergia spp., /S-fucosidase, /?-
glucosidase, rosewood, Srisomsap, Svasti,
Surarit, Champattanachai, Sawangare-
etrakul, Boonpuan, Subhasitanont, Chok-
chaichamnankit, 585

N-glycosylation signal, lysozyme, stabiliza-
tion, Veda, Iwashita, Hashimoto, Imoto,
157

Gly-Pro sequence, lysozyme, Pro-Gly se-
quence, stability, transition state, Moto-
shima, Ueda, Imoto, 1019

GM-CSF, dendritic cells, IL-4, monocytes,
superoxide-generating ability, Yu, Imajoh-
Ohmi, Akagawa, Kanegasaki, 23

golden hamster, acyl-CoA dehydrogenase,
alkyldiacylglycerol, androgen, Harderian
gland, Seyama, Hida, Hayashi, Buzzell,
799

Golgi mannosidase I, <rl,2-mannosidase,
Ca2+-dependent enzyme, hen oviduct,
mannosidase, Hamagashira, Oku, Mega,
Hose, 998

growth factor internalization, endocytosis,
PI-3k, Pi-turnover, transferrin, Sato,
Taguchi, Yamashina, Toyama, 887

growth phase, Escherichia coli, 70S ribo-
some, S100 fraction, lOSa RNA, Komine,
Kitabatake, Inokuchi, 463

m'GTP, cap structure, complex, crystalliza-
tion, eukaryotic initiation factor-4E, Mori-
no, Tomoo, Nishi, Okabe, Doi, Ishida,
Kitamura, 224

guanidine-HCl, basement membrane, gel,
self-assembly, type IV collagen, Muraoka,
Nakazato, Hayashi, 167

guidance molecule, baculovinis, heparin-
binding protein, midkine, neurite out-
growth, Kaneda, Talukder, Nishiyama,
Koizumi, Muramatsu, 1150

H

Hafnia alvei, aminopeptidase, iminopep-

tidase, proline, Kitazono, Kitano, Kaba-
shima, Ito, Yoshimoto, 468

Harderian gland, acyl-CoA dehydrogenase,
alkyldiacylglycerol, androgen, golden ham-
ster, Seyama, Hida, Hayashi, Buzzell, 799

healthy humans, 3or,12/?-dihydroxy-5/?-
cholanoic acid, 3<r-hydroxy-12-oxo-5/?-
cholanoic acid, 3<r,7a',12/9-trihydroxy-5/?-
cholanoic acid, urine specimens, Yamaga,
Ikebuchi, Kohara, Ogura, Yamada, 725

heat inactivation, Ca2+-ATPase, chemios-
motic uncoupling, high-affinity Ca1+ bind-
ing, scallop muscle sarcoplasmic reticulum,
Nagata, Nakamura, Yamamoto, 1100

Helianthus annuus, amino acid sequence,
cysteine proteinase inhibitor, phytocysta-
tin, sunflower, Kouzuma, Kawano, Ki-
mura, Yamasaki, Kadowaki, Yamamoto,
1106

helix, ff-lactalbumin, hydrophobic cluster,
molten globule, synthetic peptide, Shi-
mizu, Ikeguchi, Kobayashi, Sugai, 947

heme protein, cytochrome c,, electron trans-
fer, multidimensional NMR, Rhodobacter
8phaeroides, Gans, Simorre, Caffrey, Mari-
on, Richaud, Vermeglio, 1131

hemoglobin, dimyristoylphosphatidylcho-
line, erythrocyte, spectrin, vesiculation,
Yamaguchi, Yamamoto, Kimoto, 95

hemoglobin switching, embryonic hemoglo-
bin, primary structure, rat, zeta and epsi-
lon globins, Iwahara, Abe, Okazaki, 360

hemoprotein, Curie plot, cytochrome c, hy-
perfine shift, NMR, Yamamoto, 16

hen lysozyme, catalytic mechanism, expres-
sion system, mutagenesis, X-ray analysis,
Hashimoto, Yamada, Motoshima, Omura,
Yamada, Yasukochi, Miki, Ueda, Imoto,
145

hen oviduct, a 1,2-mannosidase, Ca2+-depen-
dent enzyme, Golgi mannosidase I, manno-
sidase, Hamagashira, Oku, Mega, Hose,
998

heparan sulfate proteoglycan, core protein,
gene organization, human ryudocan, pro-
moter function, Takagi, Kojima, Tsuzuki,
Katsumi, Yamazaki, Sugiura, Hamaguchi,
Saito, 979

heparin-binding protein, baculovinis, guid-
ance molecule, midkine, neurite outgrowth,
Kaneda, Talukder, Nishiyama, Koizumi,
Muramatsu, 1150

hepatocellular carcinoma, brain develop-
ment, enzyme immunoassay, midkine,
Muramatsu, Song, Koide, Hada, Tsuji,
Kadomatsu, Inui, Kimura, Sakakibara,
Muramatsu, 1171

hepatocyte, acetyl-CoA carboxylase, cell
differentiation, hepatocyte growth factor/
scatter factor, lipogenesis, Shoo, Arakaki,
Ohnishi, Nakamura, Daikuhara, 940

hepatocyte growth factor, hyaluronic acid,
macrophage-stimulating protein, plasma
protein, serine protease, Choi-Miura, Tobe,
Sumiya, Nakano, Sano, Mazda, Tomita,
1157

hepatocyte growth factor/scatter factor,
acetyl-CoA carboxylase, cell differentia-
tion, hepatocyte, lipogenesis, Shoo, Ara-
kaki, Ohnishi, Nakamura, Daikuhara, 940

hetero-bifunctional reagent, actin-actin
interface, actin-myosin interaction, CaJ+-

regulation, in vitro motility assay, Hozumi,
Miki, Higashi-Fujime, 151

HGF, c-met, epithelial-mesenchymal interac-
tions, morphogenesis, organogenesis, organ
regeneration, Matsumoto, Nakamura, 591

high-affinity Ca1+ binding, Ca2+-ATPase,
chemiosmotic uncoupling, heat inactiva-
tion, scallop muscle sarcoplasmic retic-
ulum, Nagata, Nakamura, Yamamoto,
1100

histidine, y-glutamyl transpeptidase, Ikeda,
Fujii, Taniguchi, 1166

histone deacetylase, IgE, IL-4, sodium butyr-
ate, trichostatin A, Yamamoto, Matsunaga,
Sakata, Nakamura, Doi, Hanmyou, 1056

histone HI kinase, cell division, myosin light
chain, phosphorylation, sea urchin, Mishi-
ma, Mabuchi, 906

Holliday junction, CD, polyacrylamide gel
electrophoresis, RuvC protein, UV, Shida,
Iwasaki, Shwiagawa, Kyogoku, 653

holothurian, anticoagulant, factor V1U,
glycosaminoglycan, thrombin, Nagase,
Enjyoji, Shima, Kitazato, Yoshioka, Saito,
Koto, 63

homodimerization, DNA-binding protein,
GC-box, transcription factor, zinc finger,
Kikuchi, Sogawa, Watanabe, Kobayashi,
Fujii-Kuriyama, 309

homologous pairing, genetic recombination,
non-Watson-Crick interactions, RecA pro-
tein, triplex DNA, Kurumizaka, Shibata,
216

honeybee, hypopharyngeal gland, role
change, royal jelly, a-glucosidase, Kubo,
Sasaki, Nakamura, Sasagawa, Ohashi,
Takeuchi, Natori, 291

hormonal regulation, lauric acid &)-hydroxyl-
ase, mouse CYP4A, sex difference, strain
difference, Hiratsuka, Matsuura, Wata-
nabe, Sato, Suzuki, 340

horseshoe crab, antimicrobial activity, cysta-
tin, cysteine protease, ion-spray mass spec-
trometry, Agarwala, Kawabata, Hirata,
Miyagi, Tsunasawa, Iwanaga, 85

host-range, bacteriophage, DNA-binding pro-
tein, (j>K, virion proteins, Kodaira, Oki,
Kakikawa, Kimoto, Taketo, 1062

human cancer, MAGE, peptide antigen, spe-
cific immunity, tumor-rejection antigen,
Itoh, Hayashi, Nakao, Hoshino, Seki,
Shichijo, 385

human placental fructose 6-phosphate,2-
kinase/fructose 2,6-bisphosphatase, cDNA
cloning, isozyme, phosphorylation site,
Sakai, Koto, Fukasawa, Ishiguro, Furuya,
Sakakibara, 506

human ryudocan, core protein, gene organiza-
tion, heparan sulfate proteoglycan, pro-
moter function, Takagi, Kojima, Tsuzuki,
Katsumi, Yamazaki, Sugiura, Hamaguchi,
Saito, 979

hyaluronic acid, hepatocyte growth factor,
macrophage-stimulating protein, plasma
protein, serine protease, Choi-Miura, Tobe,
Sumiya, Nakano, Sano, Mazda, Tomita,
1157

hydrogen peroxide, apoptosis, catalase, gluta-
thione peroxidase, selenium deficiency,
Kayanoki, Fujii, Islam, Suzuki, Kawata,
Matsuzawa, Taniguchi, 817

hydrophobic amino acid residues, circular
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dichroism, collagen, Coomassie Brilliant
Blue, metachromasia, Hattori, Sakai,
Watanabe, Fujii, 400

hydrophobic cluster, <r-lactalbumin, helix,
molten globule, synthetic peptide, Shi-
mizu, Ikeguchi, Kobayashi, Sugai, 947

3<i-hydroxy-12-oxo-5/9-cholanoic acid, 3a,
12/?-dihydroxy-5/?-cholanoic acid, healthy
humans, 3a,7<z,12^-trihydroxy-5/9-cho-
lanoic acid, urine specimens, Yamaga,
Ikebuchi, Kohara, Ogura, Yamada, 725

3-hydroxyacyl-CoA dehydrogenase, bovine,
isozyme, mitochondria, Kobayashi, Jiang,
Hashimoto, lib

hypercholesterolemia, atherogenesis, coconut
oil, lipoprotein, neonatal chick, Castillo,
Hortal, Garcla-Fuentes, Zafra, Garcta-
Peregrtn, 610

hyperfine shift, Curie plot, cytochrome c,
hemoprotein, NME, Yamamoto, 16

hypopharyngeal gland, honeybee, role
change, royal jelly, a-glucosidase, Kubo,
Sasaki, Nakamura, Sasagawa, Ohashi,
Takeuchi, Natori, 291

hysteresis, non-catalytic substrate-binding
site, reaction model, ribulose 1,5-bisphos-
phate carboxylase/oxygenase, xylulose
1,5-bisphosphate, Yokota, Wadano, Mura-
yama, 487

I

IgE, histone deacetylase, IL-4, sodium butyr-
ate, trichostatin A, Yamamoto, Matsunaga,
Sakata, Nakamura, Doi, Hanmyou, 1056

IHRP gene, TATA-less promoter, Saguchi,
Tobe, Hashimoto, Nagasaki, Oda, Nakano,
Miura, Tomita, 898

EL-4, dendritic cells, GM-CSF, monocytes,
superoxide-generating ability, Yu, Imajoh-
Ohmi, Akagawa, Kanegasaki, 23

—, histone deacetylase, IgE, sodium butyr-
ate, trichostatin A, Yamamoto, Matsunaga,
Sakata, Nakamura, Doi, Hanmyou, 1056

iminopeptidase, aminopeptidase, Hafnia
alvei, proline, Kitazono, Kitano, Kaba-
shima, Ito, Yoshimoto, 468

immune response, adjuvant, mouse spleen,
serine protease, trypsin-like, Fukusen,
Aoki, 633

immunoblot, aging, protein oxidation, pro-
tein carbonyl, rat, Nakamura, Goto, 768

immunochemistry, aldolase, ELISA, epitope
mapping, isozyme, Kaihara, Matsuhashi,
Kusakabe, Kondo, Iwanaga, Hori, 281

immunogenicity, lysozyme, monomethoxy-
polyethylene glycol, NMR, structure of
mPEG, So, Veda, Abe, Nakamata, Imoto,
1086

immunohistochemistry, blotting assay, c-
type lectin, ganglio-series, glycolipid,
Momoeda, Hirota, Utsuki, Tsuchida,
Hanaoka, Iwamori, 1189

immunolocalization, bone morphogenetic
protein, bone remodeling, bone sialopro-
tein, fragmentation, Kobayashi, Takita,
Mizuno, Totsuka, Kuboki, 475

inbibin, activin, follistatin, polyclonal anti-
bodies, recognition, Funaba, Murata, Fuji-
mura, Murata, Abe, Takahashi, Torii, 953

inhibition, benzotript, fatty acid oxidation,

gastrin, mitochondrial trifunctional pro-
tein, Hashimoto, Shindo, Souri, Baldwin,
1196

inhibitory conformation, CH/jr interaction,
chymotrypsin, dipeptide inhibitor, enzyme
inhibitor, Maeda, Shimohigashi, Ikesue,
Nose, Ide, Kawano, Ohno, 870

insect, defense protein genes, NF-xB, trans-
methylation, Sarcophaga lectin, Sugi-
yama, Natori, 354

integrin, cell adhesion, fibroblast growth
factor, fibronectin, fibronectin receptor,
Hashino, Uemori, Kimizuka, Koto, Titani,
604

interferon, amino acid sequence, chromo-
somal localization, interferon stimulated
gene factor 3, reconstitution, Suhara,
Yoneyama, Yonekawa, Fujita, 231

interferon stimulated gene factor 3, amino
acid sequence, chromosomal localization,
interferon, reconstitution, Suhara, Yone-
yama, Yonekawa, Fujita, 231

intracellular immunization, dominant-nega-
tive inhibition, moloney murine keukemia
virus, reverse transcriptase, YXDD motif,
Shirasawa, Sato, Osawa, Hiroshima, 1070

intrinsic membrane protein, chemical cross-
linker, quinol oxidase super-complex, re-
spiratory chain, thermophilic bacterium,
Tanaka, Inoue, Sakamoto, Sone, 482

invertebrate lectins, albumin gland, Epi-
phragmophora trenqueUeonis snail, iV-ace-
tyl-D-galactosamine-binding lectins, snail,
Castagna, Zarzur, Filipetti, Landa, 372

in vitro motility assay, actin-actin interface,
actin-myosin interaction, CaI+-regulation,
hetero-bifunctional reagent, Hozumi, Miki,
Higashi-Fujime, 151

in vitro screening, antisense oligonucleotide,
de novo synthesis, transcription and trans-
lation coupled system, translation-arrest,
Chen, Lin, Wu, Choo, Au, 252

ion-spray mass spectrometry, antimicrobial
activity, cystatin, cysteine protease, horse-
shoe crab, Agarwala, Kawabata, Hirata,
Miyagi, Tsunasawa, Iwanaga, 85

isoelectric point, cherry salmon, DNA poly-
merase p, N-terminal amino acid sequence,
vertebrates, Yamaguchi, Nishimura,
Takahashi, Yoshikuni, Masaki, Hirai,
Saneyoshi, 186

isoform, brain, CaI+/cahnodulin, CaM-kinase
IV kinase, protein kinase kinase, Okuno,
Kitani, Fujisawa, 1176

isoprenoids, Archaebacterium, geranylger-
aniol, kinase, lipid, Ohnuma, Watanabe,
Nishino, 541

isozyme, aldolase, ELISA, epitope mapping,
immunochemistry, Kaihara, Matsuhashi,
Kusakabe, Kondo, Iwanaga, Hori, 281

—, cDNA cloning, human placental fructose
6-phosphate,2-kinase/fructose 2,6-bis-
phosphatase, phosphorylation site, Sakai,
Koto, Fukasawa, Ishiguro, Furuya, Saka-
kibara, 506

—, bovine, 3-hydroxyacyl-CoA dehydro-
genase, mitochondria, Kobayashi, Jiang,
Hashimoto, 775

ITI heavy chain, acute phase protein, pig
IHRP, primary structure, Hashimoto,
Tobe, Sumiya, Sano, Choi-Miura, Ozawa,
Yasue, Tomita, 577

K

keyhole limpet hemocyanin, ganglioside IV1

Fuc-,rPNeuAc-Gg.Cer, monophosphoryl-
lipid-A, muramyldipeptide, small cell lung
cancer, Jennemann, Bauer, Schmidt, Elsas-
ser, Wiegandt, 378

killer toxin, antifungal drug, y9-glucan syn-
thase, budding, cell wall, yeast prolifera-
tion, Komiyama, Ohta, Urakami, Shira-
tori, Takasuka, Satoh, Watanabe, Furu-
ichi, 731

kinase, Archaebacterium, geranylgeraniol,
isoprenoids, lipid, Ohnuma, Watanabe,
Nishino, 541

kinetics, abzyme, catalytic antibody, por-
phyrin, Kawamura-Konishi, Hosomi,
Neya, Sugano, Funasaki, Suzuki, 857

—, enzyme crystallin, S-crystallin, glutath-
ione transf erase, cephalopoda, Tang,
Chang, 1182

kinetoplastid protozoa, early evolution of
eukaryotes, elongation factor, protein phyl-
ogeny, Trypanosoma cruzi, Nakamura,
Hashimoto, Kamaishi, Adachi, Nakamura,
Okamoto, Hasegawa, 70

ff-lactalbumin, helix, hydrophobic cluster,
molten globule, synthetic peptide, Shi-
mizu, Ikeguchi, Kobayashi, Sugai, 947

lactoferrin, autoantibody, band 3 glycopro-
tein, senescent cell antigen, sialylated
poly-iV-acetyllactosaminyl sugar chain,
Ando, Kikugawa, Beppu, 639

late spermatid nuclei, DNA-protein interac-
tion, transition protein, Akama, Sato,
Furihata- Yamauchi, Komatsu, Tobita,
Nakano, 448

lauric acid a)-hydroxylase, hormonal regula-
tion, mouse CYP4A, sex difference, strain
difference, Hiratsuka, Matsuura, Wata-
nabe, Sato, Suzuki, 340

lectin, annexin, monoclonal antibody, tumor
cell line, Satoh, Takayama, Kojima, Oga-
wa, Yamori, Sato, Kawaguchi, Tsuruo,
Katsura, Kino, Matsumoto, 346

lectin-sugar interaction, affinity electropho-
resis, fluorometric detection, glycogel,
glycomonomer, Ohmae, Suzuki, Tokura,
Nishi, Nishimura, 367

Lewis x antigen, embryonal carcinoma cells,
fucosyltransferase, gene, SSEA-1, Ozawa,
Muramatsu, 302

lipid, Archaebacterium, geranylgeraniol,
isoprenoids, kinase, Ohnuma, Watanabe,
Nishino, 541

lipid bodies, diacylglycerol, diacylglycerol
acyltransferase, phosphatidic acid, phos-
phatidylserine, Kamisaka, Nakahara, 520

lipid droplet, fat cell, lipolysis, specific bind-
ing, Okuda, Morimoto, Tsujita, 852

lipid membrane, gel-to-liquid crystalline
phase transition, liposome, membrane
morphology, phospholipase A2, Yamauchi,
Togawa, Kinoshita, 115

Hpogenesis, acetyl-CoA carboxylase, cell
differentiation, hepatocyte, hepatocyte
growth factor/scatter factor, Shao, Ara-
kaki, Ohnishi, Nakamura, Daikuhara, 940

lipolysis, fat cell, lipid droplet, specific bind-
ing, Okuda, Morimoto, Tsujita, 852
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lipoprotein, atherogenesis, coconut oil,

hypercholesterolemia, neonatal chick, Cas-
tillo, Hortal, Garcla-Fuentes, Zafra,
GarcCa-Peregrtn, 610

lipoprotein secretion, aging, perfused liver,
phospholipid, triacylglycerol, Bravo, Riva-
bene, Bruscalupi, Calcabrini, Arancia,
Cantafora, 240

liposome, gel-to-liquid crystalline phase tran-
sition, lipid membrane, membrane mor-
phology, phospholipase A2, Yamauchi,
Togawa, Kinoshita, 115

liver, cytosol, NADPH ubiquinone reductase,
ubiquinol, ubiquinone, Takahashi, Oka-
moto, Kishi, 256

—, C/EBP/?, dexamethasone, glucagon, pri-
mary hepatocytes, Matsuno, Chowdhury,
Gotoh, Iwase, Matsuzaki, Takatsuki, Mori,
Takiguchi, 524

localization, Ca1+-binding protein, cell cortex,
EF-hand, Tetrahymena, Hanyu, Numata,
Takahashi, Watanabe, 914

long-chain acyl-CoA synthetase, adrenoleu-
kodystrophy, peroxisome, purification,
very-long-chain acyl-CoA synthetase,
Uchida, Kondo, Orii, Hashimoto, 565

long-range interaction, archaeopsin, bacte-
rioopsin, refolding process in vitro, retinal
binding pocket, Sugiyama, Mukohata,
1143

low-abundance mKNAs, embryonal car-
cinoma, expressed sequence tags, F9,
Nishiguchi, Sakutna, Nomura, Zou, Jear-
anaisilavong, Joh, Yasunaga, Shimada,
749

lpr mice, autoimmune disease, protein tyro-
sine phosphatase, SH-PTP1, tyrosine phos-
phorylation, Matsuda, Matsuzawa, Naka-
mura, Mizuno, Kikuchi, 329

L-type pyruvate kinase gene expression,
carbohydrate metabolism, glycolytic meta-
bolites, Kang, Yamada, Tanaka, Lu,
Noguchi, 162

luciferase, bioluminescence, protein A, trun-
cated, Vargula hilgendorfii, Maeda, Veda,
Kazami, Kawano, Suzuki, Nagamune, 601

lysidine, Bacillus sub tills, FAB mass spec-
troscopy, modified nucleotide, tRNA,
Matsugi, Murao, Ishikura, 811

lysophosphatidylethanolamine, cinnamycin,
nuclear magnetic resonance, peptide-lipid
interaction, three-dimensional structure,
Hosoda, Ohya, Kohno, Maeda, Endo,
Wakamatsu, 226

lysozyme, iV-glycosylation signal, stabiliza-
tion, Ueda, Iwashita, Hashimoto, Imoto,
157

—, Gly-Pro sequence, Pro-Gly sequence,
stability, transition state, Motoshima,
Ueda, Imoto, 1019

—, immunogenicity, monomethoxypolyeth-
ylene glycol, NMR, structure of mPEG, So,
Ueda, Abe, Nakamata, Imoto, 1086

Lys residue, a B« enzyme, pyridoxal 5'-phos-
phate, NaBHi reduction, serine:pyruvate/
alanine:glyoxylate aminotransferase, Ishi-
kawa, Kaneko, Ichiyama, 970

lysyl-tRNA synthetase, aminoacyl-tRNA
synthetase, fluorescence titration, protein
fluorescence, substrate binding order, Ta-

kita, Ohkubo, Shima, Muto, Shimizu, Su-
kata, Ito, Saito, Inouye, Hiromi, Tonomura,
680

M

macrophage-stimulating protein, hepatocyte
growth factor, hyaluronic acid, plasma
protein, serine protease, Choi-Miura, Tobe,
Sumiya, Nakano, Sano, Mazda, Tomita,
1157

MAGE, human cancer, peptide antigen, spe-
cific immunity, tumor-rejection antigen,
Itoh, Hayashi, Nakao, Hoshino, Seki,
Shichijo, 385

MALDI-TOF, BALB3T3, disulfide bond,
galectin, transforming growth factor,
Yamaoka, Ingendoh, Tsubuki, Nagai,
Sanai, 878

mannosidase, <rl,2-mannosidase, Ca1+-de-
pendent enzyme, Golgi mannosidase I, hen
oviduct, Hamagashira, Oku, Mega, Hose,
998

a -mannosidase, cytosol, oligomannosyl gly-
can, substrate specificity, Kumano, Omichi,
Hose, 991

a 1,2-mannosidase, Ca2+-dependent enzyme,
Golgi mannosidase I, hen oviduct, manno-
sidase, Hamagashira, Oku, Mega, Hose,
998

matrix metalloproteinase, gelatinase A, gela-
tinase A activator, MT-MMP, tumor me-
tastasis, Sato, Seiki, 209

mechanism of enzymatic action, base non-
specific ribonuclease, Rhizopus niueus,
ribonuclease, tyrosine residue, tryptophan
residue, Ohgi, Takeuchi, Iwama, Irie, 9

—, aspartic acid residue, base non-specific
ribonuclease, Rhizopus niueus, ribonu-
clease, Ohgi, Takeuchi, Iwama, Irie, 548

membrane glycoprotein, F9 cell, MHC class I
molecule, RA-inducible gene, retinoic acid,
Zou, Nomura, Takihara, Yasunaga,
Shimada, 319

membrane morphology, gel-to-liquid crystal-
line phase transition, lipid membrane,
liposome, phospholipase A2, Yamauchi,
Togawa, Kinoshita, 115

membrane protein, protein-detergent com-
plex, protein structure, rhodopsin, X-ray
diffraction, Kawaguchi, Hamanaka, Kito,
396

metabolism, acetoin, 2,3-butanediol, diace-
tyl, rat, Otsuka, Mine, Ohuchi, Ohmori,
246

metachromasia, circular dichroism, collagen,
Coomassie Brilliant Blue, hydrophobic
amino acid residues, Hattori, Sakai,
Watanabe, Fujii, 400

metalloprotease, /9-sheet coil, crystal struc-
ture, Serratia protease, Serratia sp. E-15,
Hamada, Hata, Katsuya, Hiramatsu, Fuji-
warn, Katsube, 844

4-methylumbelliferyl-/?-D-xyloside, cultured
human skin fibroblast, glycosaminoglycan,
SA<r2 -3Gal/91 -4Xyl/?l - (4 - methylumbel-
liferone), Takagaki, Nakamura, Shibata,
Higuchi, Endo, 697

MHC class I molecule, F9 cell, membrane
glycoprotein, RA-inducible gene, retinoic
acid, Zou, Nomura, Takihara, Yasunaga,
Shimada, 319

microsomal aldehyde oxygenase, 9-anthral-

dehyde, cytochrome P450, monkey, puri-
fication, Matsunaga, Iwawaki, Watanabe,
Yamamoto, Kageyama, Yoshimura, 617

microsome, elastase, pancreas, serine pro-
teinase, trypsin-like proteinase, Tsuji,
Edazawa, Sakiyama, Nagata, Sasaki,
Nagamune, Matsuda, 100

midkine, baculovirus, guidance molecule,
heparin-binding protein, neurite out-
growth, Kaneda, Talukder, Nishiyama,
Koizumi, Muramatsu, 1150

—, brain development, enzyme immunoas-
say, hepatocellular carcinoma, Muramatsu,
Song, Koide, Hada, Tsuji, Kadomatsu,
Inui, Kimura, Sakakibara, Muramatsu,
1171

mitochondria, antibiotic, aculeximycin,
oxidatdve phosphorylation, uncoupling,
Miyoshi, Tamaki, Murata, Ikemoto,
Shibuya, Harada, Suzuki, Iwamura, 21A

—, bovine, 3-hydroxyacyl-CoA dehydrogen-
ase, isozyme, Kobayashi, Jiang, Hashi-
moto, lib

mitochondrial trifunctional protein, benzo-
tript, fatty acid oxidation, gastrin, inhibi-
tion, Hashimoto, Shindo, Souri, Baldwin,
1196

MMP inhibitors, Ni-NTA resin, recombinant
matrylisin, recombinant MMP-7, zymogen
activation, Itoh, Masuda, Ito, Akizawa,
Yoshioka, Imai, Okada, Sato, Seiki, 667

Mn1+ ion, antibiotics, peptide synthesis sys-
tem, pyridine-promoted factor, ribosomes,
Nojima, Nitta, Ueda, Watanabe, 1076

modified nucleotide, Bacillus sublilis, FAB
mass spectroscopy, lysidine, tRNA, Matsu-
gi, Murao, Ishikura, 811

module, coenzyme specificity, exon-shuifling
hypothesis, molecular recognition, protein
engineering, Yaoi, Miyazaki, Oshima,
Komukai, Go, 1014

molecular evolution, orthologous gene, P450,
processed pseudogene, sterol 14-demethyl-
ase, Aoyama, Noshiro, Gotoh, Imaoka,
Funae, Kurosawa, Horiuchi, Yoshida, 926

molecular recognition, coenzyme specificity,
exon-shuffling hypothesis, module, protein
engineering, Yaoi, Miyazaki, Oshima,
Komukai, Go, 1014

moloney murine keukemia virus, dominant-
negative inhibition, intracellular immuni-
zation, reverse transcriptase, YXDD motif,
Shirasawa, Sato, Osawa, Hiroshima, 1070

molten globule, #-lactalbumin, helix, hydro-
phobic cluster, synthetic peptide, Shimizu,
Ikeguchi, Kobayashi, Sugai, 947

molten globule state, alcohol dehydrogenase,
acidic denaturation, refolding, he, Yon,
Zhang, Zhou, 674

monkey, 9-anthraldebyde, cytochrome P450,
microsomal aldehyde oxygenase, purifica-
tion, Matsunaga, Iwawaki, Watanabe,
Yamamoto, Kageyama, Yoshimura, 617

monoclonal antibody, annexin, lectin, tumor
cell line, Satoh, Takayama, Kojima,
Ogawa, Yamori, Sato, Kawaguchi, Tsuruo,
Katsura, Kina, Matsumoto, 346

monocytes, dendritic cells, GM-CSF, IL-4,
superoxide-generating ability, Yu, Imajoh-
Ohmi, Akagawa, Kanegasaki, 23

monomer mutant, aspartic proteinase, ca-
thepsin D, cathepsin E, structural stabiliza-
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tion, Tsukuba, Sakai, Yamada, Maeda,
Hori, Azuma, Akamine, Yamamoto, 126

monomethoxypolyethylene glycol, immuno-
genicity, lysozyme, NMR, structure of
mPEG, So, Ueda, Abe, Nakamata, Imoto,
1086

monophosphoryllipid-A, ganglioside FVFuc-,
IPNeuAc-Gg)Cer, keyhole limpet hemo-
cyanin, muramyldipeptide, small cell lung
cancer, Jennemann, Bauer, Schmidt, ElsSs-
ser, Wiegandt, 378

morphogenesis, c-met, epithelial-mesenchy-
mal interactions, HGF, organogenesis,
organ regeneration, Matsumoto, Naka-
mura, 591

mouse CYP4A, hormonal regulation, lauric
acid oj-hydroxylase, sex difference, strain
difference, Hiratsuka, Matsuura, Wata-
nabe, Sato, Suzuki, 340

mouse spleen, adjuvant, immune response,
serine protease, trypsin-like, Fukusen,
Aoki, 633

mRNA expression, full-length cDNA, PTK7,
RPTK-like molecule, transmembrane re-
ceptor, Park, Lee, Lee, 235

MT-MMP, gelatinase A, gelatinase A ac-
tivator, matrix metalloproteinase, tumor
metastasis, Sato, Seiki, 209

Mucor javanicus, gene expression, u-gluco-
sidase, nucleotide sequence, Sugimoto,
Suzuki, 500

multidimensional NMR, cytochrome c, elec-
tron transfer, heme protein, Rhodobacter
sphaeroides, Gans, Simorre, Caffrey, Mari-
on, Richaud, Vermeglio, 1131

multimerization, conformation, disulfide-
bond, fibronectin, Sakai, Fujii, Hayashi, 58

multisite phosphorylation, casein kinase I,
endogenous phosphate, protein phosphor-
ylation, Xenopus laevis oocyte, Liu,
Kohara, Hashimoto, 1004

muramyldipeptide, ganglioside rVTuc-.IP
NeuAc-GgjCer, keyhole limpet hemocya-
nin, monophosphoryllipid-A, small cell
lung cancer, Jennemann, Bauer, Schmidt,
ElsOsser, Wiegandt, 378

muscle, myosin, myosin heads, subfragment-
1, Murai, Arata, Inoue, 1033

mutagenesis, catalytic mechanism, expres-
sion system, hen lysozyme, X-ray analysis,
Hashimoto, Yamada, Motoshima, Omura,
Yamada, Yasukochi, Miki, Ueda, Imoto,
145

myosin, actin, avidin, biotin, fluorescent
nanobead, Kunioka, Ando, 1024

—, muscle, myosin heads, subfragment-1,
Murai, Arata, Inoue, 1033

myosin heads, muscle, myosin, subfragment-
1, Murai, Arata, Inoue, 1033

myosin heavy chain, aorta smooth muscle,
casein kinase II, phosphorylation, protein
kinase, Fukui, Morita, 783

myosin light chain, cell division, histone HI
kinase, phosphorylation, sea urchin, Mi-
shima, Mabuchi, 906

N

NaBK, reduction, a B, enzyme, pyridoxal
5'-phosphate, Lys residue, serinerpyru-
vate/alanine:glyoxylate aminotransferase,

hhikawa, Kaneko, Ichiyama, 970
NADPH-cytochrome P450 reductase, cyto-

chrome P450, fatty acid hydroxylase, fun-
gus, fused protein, Nakayama, Takemae,
Shoun, 435

NADPH ubiquinone reductase, cytosol, liver,
ubiquinol, ubiquinone, Takahashi, Oka-
moto, Kishi, 256

N-domain of yeast calmodulin, CaJ+-induced
conformational change, NMR, secondary
structure, Ohki, Miura, Saito, Nakashima,
Maekawa, Yazawa, Tsuda, Hikichi, 1045

nekoflavin, 7a--aminoriboflavin, 7-cyano-7-
demethylriboflavin, 7<7-hydroxyriboflavin,
Matsui, Kasai, 441

neonatal chick, atherogenesis, coconut oil,
hypercholesterolemia, lipoprotein, Castil-
lo, Hortal, Garcia-Fuentes, Zafra, Garcla-
Peregrtn, 610

neurite outgrowth, calpain, peptide aldehyde,
protease inhibitor, proteasome, Tsubuki,
Saito, Tomioka, Ito, Kawashima, 572

—, baculovirus, guidance molecule, heparin-
binding protein, midkine, Kaneda, Taluk-
der, Nishiyama, Koizumi, Muramatsu,
1150

neuropeptide Y, acylation, a -helix stability,
binding affinity, Y, receptor, Murase,
Yumoto, Petukhov, Yoshikawa, 37

neurosporene, f-carotene, overexpression of
protein, phytoene desaturase, Rhodobacter
capsulatus, Raisig, Bartley, Scolnik, Sand-
mann, 559

NF-xB, defense protein genes, transmethyla-
tion, insect, Sarcophaga lectin, Sugiyama,
Natori, 354

Ni-NTA resin, MMP inhibitors, recombinant
matrylisin, recombinant MMP-7, zymogen
activation, Itoh, Masuda, Ito, Akizawa,
Yoshioka, Imai, Okada, Sato, Seiki, 667

nitric oxide, blood pressure, S-ethylisothio-
urea, nitric oxide synthase, septic shock,
Seo, Fujiwara, Kaneto, Asahi, Fujii, Tani-
guchi, 553

nitric oxide synthase, blood pressure, S-
ethylisothiourea, nitric oxide, septic shock,
Seo, Fujiwara, Kaneto, Asahi, Fujii, Tani-
guchi, 553

nitrile hydratase, non-heme iron center,
photoreactive enzyme, reconstitution, sub-
unit isolation, Tsujimura, Odaka, Naga-
shima, Yohda, Endo, 407

NMR, Curie plot, cytochrome c, hemoprotein,
hyperfine shift, Yamamoto, 16

—, Ca1+-induced conformational change,
N-domain of yeast calmodulin, secondary
structure, Ohki, Miura, Saito, Nakashima,
Maekawa, Yazawa, Tsuda, Hikichi, 1045

—, immunogenicity, lysozyme, monomethox-
ypolyethylene glycol, structure of mPEG,
So, Ueda, Abe, Nakamata, Imoto, 1086

"C-NMR, 1,5-anhydro-D-glucitol, E. coli,
phosphorylation, sugar metabolism, Shiga,
Kametani, Mizuno, Akanuma, 173

—, 1,5-anhydro-D-glucitol, 1,5-anhydro-D-
fructose, GC-MS, polyol, Kametani, Mizu-
no, Shiga, Akanuma, 180

—, acetoacetyl-CoA, acyl-CoA dehydrogen-
ase, flavoenzyme, nuclear magnetic reso-
nance, Miura, Nishina, Fujii, Shiga, 512

non-catalytic substrate-binding site, hystere-
sis, reaction model, ribulose 1,5-bis-

phosphate carboxylase/oxygenase, xylu-
lose 1,5-bisphosphate, Yokota, Wadano,
Murayama, 487

non-heme iron center, nitrile hydratase,
photoreactive enzyme, reconstitution, sub-
unit isolation, Tsujimura, Odaka, Naga-
shima, Yohda, Endo, 407

non-Watson-Crick interactions, genetic re-
combination, homologous pairing, RecA
protein, triplex DNA, Kurumizaka, Shiba-
ta, 216

nordihydroguaiaretic acid, brefeldin A, pro-
tein transport, secretion, vesicular stomati-
tis virus, Tagaya, Henomatsu, Yoshimori,
Yamamoto, Tashiro, Mizushima, 863

norepinephrine, <r-adrenoceptor, >33-agonist,
brown adipocyte, glucose transport, Nika-
mi, Shimizu, Sumida, Minokoshi, Yoshida,
Saito, Shimazu, 120

N-terminal amino acid sequence, cherry
salmon, DNA polymerase /?, isoelectric
point, vertebrates, Yamaguchi, Nishi-
mura, Takahashi, Yoshikuni, Masaki,
Hirai, Saneyoshi, 186

nuclear magnetic resonance, cinnamycin,
Iysopho8phatidylethanolamine, peptide-
lipid interaction, three-dimensional struc-
ture, Hosoda, Ohya, Kohno, Maeda, Endo,
Wakamatsu, 226

—, acetoacetyl-CoA, acyl-CoA dehydrogen-
ase, "C-NMR, flavoenzyme, Miura, Nishi-
na, Fujii, Shiga, 512

nucleotide sequence, Bacillus sp., processing
C-terminus, thermostability, uricase,
Yamamoto, Kojima, Kikuchi, Shigyo, Sugi-
hara, Takashio, Enu, 80

—, gene expression, n-glucosidase, Mucor
javanicus, Sugimoto, Suzuki, 500

0

oligomannosyl glycan, <z-mannosidase, cyto-
sol, substrate specificity, Kumano, Omichi,
Hose, 991

organogenesis, c-met, epithelial-mesenchy-
mal interactions, HGF, morphogenesis,
organ regeneration, Matsumoto, Naka-
mura, 591

organ regeneration, c-met, epithelial-mesen-
chymal interactions, HGF, morphogenesis,
organogenesis, Matsumoto, Nakamura,
591

orthologous gene, molecular evolution, P450,
processed pseudogene, sterol 14-demethyl-
ase, Aoyama, Noshiro, Gotoh, Imaoka,
Funae, Kurosawa, Horiuchi, Yoshida, 926

osmium tetroxide, D-loop-like structure,
DNase I footprinting, polypurine:polypyr-
imidine stretches, triplex DNA, Mishima,
Suda, Kominami, 805

overexpression of protein, ^-carotene, neuro-
sporene, phytoene desaturase, Rhodobacter
capsulatus, Raisig, Bartley, Scolnik, Sand-
mann, 559

oxidative phosphorylation, antibiotic, aculex-
imycin, mitochondria, uncoupling, Miyo-
shi, Tamaki, Murata, Ikemoto, Shibuya,
Harada, Suzuki, Iwamura, 274

P450, molecular evolution, orthologous gene,
processed pseudogene, sterol 14-demethyl-
ase, Aoyama, Noshiro, Gotoh, Imaoka,
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Funae, Kurosawa, Horiuchi, Yoshida, 926
P450rm, benzoate 4-hydroxylase, cyto-

chrome P450, formation of isobutene,
Rhodotorula minuta, Fukuda, Nakamura,
Sukita, Ogawa, Fujii, 314

pancreas, elastase, microsome, serine pro-
teinase, trypsin-like proteinase, Tsuji,
Edazawa, Sakiyama, Nagata, Sasaki,
Nagamune, Matsuda, 100

peptide aldehyde, calpain, neurite outgrowth,
protease inhibitor, proteasome, Tsubuki,
Saito, Tomioka, Ito, Kawashima, 572

peptide antigen, human cancer, MAGE,
specific immunity, tumor-rejection anti-
gen, Itoh, Hayashi, Nakao, Hoshino, Seki,
Shichijo, 385

peptide-lipid interaction, cinnamycin, lyso-
phosphatidylethanolamine, nuclear mag-
netic resonance, three-dimensional struc-
ture, Hosoda, Ohya, Kohno, Maeda, Endo,
Wakamatsu, 226

peptide synthesis system, antibiotics, Mn2+

ion, pyridine-promoted factor, ribosomes,
Nojima, Nitta, Ueda, Watanabe, 1076

peptidyl transfer, dipeptide catalyst, ribo-
somal protein L2, template effect, tRNA,
Shimizu, 832

perfused liver, aging, lipoprotein secretion,
phospholipid, triacylglycerol, Bravo, Riva-
bene, Bruscalupi, Calcabrini, Arancia,
Cantafora, 240

permanganate, N(4)aminocytidine, bisulfite,
pyrimidine nucleotides, Hayatsu, 391

peroxisome, adrenoleukodystrophy, long-
chain acyl-CoA synthetase, purification,
very-long-chain acyl-CoA synthetase,
Uchida, Kondo, Orii, Hashimoto, 565

phenylglyoxal treatment, alkaline phospha-
tase, iV^-phosphoarginine phosphatase,
"P-NME, protein arginine phosphatase,
Kumon, Kodama, Kondo, Yokoi, Hiraishi,
719

phenylserine deaminase, phenylserine dehy-
dratase, phosphopyridoxyl peptide, Pseu-
domonas pickettii, pyridoxal 5'-phosphate,
Okuda, Nagata, Misono, 690

phenylserine dehydratase, phenylserine de-
aminase, phosphopyridoxyl peptide, Pseu-
domonas pickettii, pyridoxal 5'-phosphate,
Okuda, Nagata, Misono, 690

phosphatidic acid, diacylglycerol, diacylgly-
cerol acyltransferase, lipid bodies, phos-
phatidylserine, Kamisaka, Nakahara, 520

phosphatidylserine, diacylglycerol, diacylgly-
cerol acyltransferase, lipid bodies, phos-
phatidic acid, Kamisaka, Nakahara, 520

W'-phosphoarginine phosphatase, alkaline
phosphatase, phenylglyoxal treatment, "P-
NMR, protein arginine phosphatase, Ku-
mon, Kodama, Kondo, Yokoi, Hiraishi,
719

phospholipase Ai, gel-to-liquid crystalline
phase transition, lipid membrane, lipo-
some, membrane morphology, Yamauchi,
Togawa, Kinoshita, 115

phospholipid, aging, lipoprotein secretion,
perfused liver, triacylglycerol, Bravo,
Rivabene, Bruscalupi, Calcabrini, Arancia,
Cantafora, 240

phosphopyridoxyl peptide, phenylserine

deaminase, phenylserine dehydratase,
Pseudomonas pickettii, pyridoxal 5'-phos-
phate, Okuda, Nagata, Misono, 690

phosphorylated site, protein kinase C, protein
phosphatase 2A, synthetic peptide, Xeno-
pus laevis oocytes, Hashimoto, Kobayashi,
Kubota, Tanaka, Yamamura, 626

phosphorylation, 1,6-anhydro-D-glucitol, "C-
NMR, E. coli, sugar metabolism, Shiga,
Kametani, Mizuno, Akanuma, 173

—, aorta smooth muscle, casein kinase n,
myosin heavy chain, protein kinase, Fukui,
Morita, 783

—, cell division, histone Hi kinase, myosin
light chain, sea urchin, Mishima, Mabuchi,
906

phosphorylation site, cDNA cloning, human
placental fructose 6-phosphate,2-kinase/
fructose 2,6-bisphosphatase, isozyme,
Sakai, Kato, Fukasawa, Ishiguro, Furuya,
Sakakibara, 506

photoreactive enzyme, nitrile hydratase,
non-heme iron center, reconstitution, sub-
unit isolation, Tsujimura, Odaka, Naga-
shima, Yohda, Endo, 407

phytocystatin, amino acid sequence, cysteine
proteinase inhibitor, Hetianthus annuus,
sunflower, Kouzuma, Kawano, Kimura,
Yamasaki, Kadowaki, Yamamoto, 1106

phytoene desaturase, f-carotene, neuro-
sporene, overexpression of protein, Rhodo-
bacter capsulatus, Raisig, Bartley, Scolnik,
Sandmann, 559

<f>K, bacteriophage, DNA-binding protein,
host-range, virion proteins, Kodaira, Oki,
Kakikawa, Kimoto, Taketo, 1062

PI-3k, endocytosis, growth factor internaliza-
tion, Pi-turnover, transferrin, Sato, Tagu-
chi, Yamashina, Toyama, 887

pig IHRP, acute phase protein, ITI heavy
chain, primary structure, Hashimoto, Tobe,
Sumiya, Sano, Choi-Miura, Ozawa, Yasue,
Tomita, 577

Pl-tumover, endocytosis, growth factor inter -
nalization, PI-3k, transferrin, Sato, Tagu-
chi, Yamashina, Toyama, 887

plasma protein, hepatocyte growth factor,
hyaluronic acid, macrophage-stimulating
protein, serine protease, Choi-Miura, Tobe,
Sumiya, Nakano, Sano, Mazda, Tomita,
1157

platelet-activating factor, alkylacetylglycer-
ol, diacylglycerols, GC-MS, Tetrahymena
pyriformis, Tellis, Tsoukatos, Lekka, 823

"P-NMR, alkaline phosphatase, ^"-phos-
phoarginine phosphatase, phenylglyoxal
treatment, protein arginine phosphatase,
Kumon, Kodama, Kondo, Yokoi, Hiraishi,
719

point mutation, dihydrofolate reductase,
enzyme function, role of flexible loop,
structural stability, Ohmae, Iriyama, Ichi-
hara, Gekko, 703

polyacrylamide gel electrophoresis, CD,
Holliday junction, RuvC protein, UV,
Shida, Iwasaki, Shinagawa, Kyogoku, 653

polyclonal antibodies, activin, follistatin,
inhibin, recognition, Funaba, Murata,
Fujimura, Murata, Abe, Takahashi, Torii,
953

polyol, 1,5-anhydro-D-glucitol, 1,5-anhydro-
D-fructose, "C-NMR, GC-MS, Kametani,

Mizuno, Shiga, Akanuma, 180
polypurine:polypyrimidine stretches, D-

loop-Uke structure, DNase I footprinting,
osmium tetroxide, triplex DNA, Mishima,
Suda, Kominami, 805

porphyrin, abzyme, catalytic antibody, kine-
tics, Kawamura-Konishi, Hosomi, Neya,
Sugano, Funasaki, Suzuki, 857

post-synaptic density, active catalytic frag-
ment, CaI+/calmodulin-dependent protein
kinase n, protein phosphorylation, rat
forebrain, Yoshimura, Nomura, Yama-
uchi, 268

potassium ion, activation, ADP-ribosylation,
Clostridium botulinum C3 exoenzyme, re-
combinant GST-RhoA fusion protein,
Miyaoka, Tsuchiya, Hara, Ishino, Shimo-
yama, 200

power spectrum, CaI+ oscillations, smooth
muscle cell, vasopressin, Wu, Yu, Seyama,
42

primary hepatocytes, C/EBPyS, dexameth-
asone, glucagon, liver, Matsuno, Chowd-
hury, Gotoh, Iwase, Matsuzaki, Takatsuki,
Mori, Takiguchi, 524

primary structure, embryonic hemoglobin,
hemoglobin switching, rat, zeta and epsilon
globins, Iwahara, Abe, Okazaki, 360

—, acute phase protein, ITI heavy chain, pig
IHRP, Hashimoto, Tobe, Sumiya, Sano,
Choi-Miura, Ozawa, Yasue, Tomita, 577

processed pseudogene, molecular evolution,
orthologous gene, P450, sterol 14-demeth-
ylase, Aoyama, Noshiro, Gotoh, Imaoka,
Funae, Kurosawa, Horiuchi, Yoshida, 926

processing C-terminus, Bacillus sp., nucleo-
tide sequence, thermostability, uricase,
Yamamoto, Kojima, Kikuchi, Shigyo, Sugi-
hara, Takashio, Emi, 80

product entrapment, chitin synthase, Sac-
charomyces cerevisiae, zymogen, Uchida,
Shimmi, Sudoh, Arisawa, Yamada-Okabe,
659

Pro-Gly sequence, Gly-Pro sequence, lyso-
zyme, stability, transition state, Moto-
shima, Ueda, Imoto, 1019

prolactin, chromatin structure, DNase I-hy-
persensitivity, gene expression, transcrip-
tion factor, Aizawa, Kazahari, Yoneyama,
Ono, 296

proliferation, B-type natriuretic peptide re-
ceptor, chondrocyte, C-type natriuretic
peptide, dedifferentiation, Hagiwara, Ino-
ue, Furuya, Tanaka, Hirose, 264

proline, aminopeptidase, Hafnia alvei, im-
inopeptidase, Kitazono, Kitano, Kaba-
shima, Ito, Yoshimoto, 468

prolyl residue, aspartate aminotransferase,
gene cloning, thermostability, Thermus
thermophilus, Okamoto, Kato, Masui,
Yamagishi, Oshima, Kuramitsu, 135

promoter function, core protein, gene organi-
zation, heparan sulfate proteoglycan, hu-
man ryudocan, Takagi, Kojima, Tsuzuki,
Katsumi, Yamazaki, Sugiura, Hamaguchi,
Saito, 979

protease inhibitor, calpain, neurite out-
growth, peptide aldehyde, proteasome,
Tsubuki, Saito, Tomioka, Ito, Kawashima,
572

proteasome, calpain, neurite outgrowth, pep-
tide aldehyde, protease inhibitor, Tsubuki,
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Saito, Tomioka, Ito, Kawashima, 572
protein A, bioluminescence, luciferase, trun-

cated, Vargula hilgendorfii, Maeda, Veda,
Kazami, Kawano, Suzuki, Nagamune, 601

protein arginine phosphatase, alkaline phos-
phatase, N"-phosphoarginine phosphatase,
phenylglyoxal treatment, "P-NMR, Ku-
mon, Kodama, Kondo, Yokoi, Hiraishi,
719

protein carbonyl, aging, immunoblot, protein
oxidation, rat, Nakamura, Goto, 768

protein-detergent complex, membrane pro-
tein, protein structure, rhodopsin, X-ray
diffraction, Kawaguchi, Hamanaka, Kito,
396

protein engineering, coenzyme specificity,
exon-shuffling hypothesis, module, molecu-
lar recognition, Yaoi, Miyazaki, Oshima,
Komukai, Go, 1014

protein fluorescence, aminoacyl-tRNA syn-
thetase, fluorescence titration, lysyl-tRNA
synthetase, substrate binding order, Taki-
ta, Ohkubo, Shima, Muto, Shimizu, Sukata,
Ito, Saito, Inouye, Hiromi, Tonomura, 680

protein kinase, aorta smooth muscle, casein
kinase II, myosin heavy chain, phosphor-
ylation, Fukui, Morita, 783

protein kinase C, phosphorylated site, protein
phosphatase 2A, synthetic peptide, Xeno-
pus laevis oocytes, Hashimoto, Kobayashi,
Kubota, Tanaka, Yamamura, 626

protein kinase kinase, brain, Ca2+/calmodu-
lin, CaM-kinase IV kinase, isoform, Okuno,
Kitani, Fujisawa, 1176

protein oxidation, aging, immunoblot, pro-
tein carbonyl, rat, Nakamura, Goto, 768

protein phosphatase 2A, phosphorylated site,
protein kinase C, synthetic peptide, Xeno-
pus laevis oocytes, Hashimoto, Kobayashi,
Kubota, Tanaka, Yamamura, 626

protein phosphorylation, active catalytic
fragment, Ca1+/calmodulin-dependent pro-
tein kinase II, post-synaptic density, rat
forebrain, Yoshimura, Nomura, Yama-
uchi, 268

—, casein kinase I, endogenous phosphate,
multisite phosphorylation, Xenopus laevis
oocyte, Liu, Kohara, Hashimoto, 1004

protein phylogeny, early evolution of eu-
karyotes, elongation factor, kinetoplastid
protozoa, Trypanosoma cruzi, Nakamura,
Hashimoto, Kamaishi, Adachi, Nakamura,
Okamoto, Hasegawa, 70

protein structure, membrane protein, pro-
tein-detergent complex, rhodopsin, X-ray
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prolyl residue, Thermus thermophilus,
Okamoto, Koto, Masui, Yamagishi, Oshi-
ma, Kuramitsu, 135

Thermus thermophilus, aspartate amino-
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